Protein Structure and Molecular Enzymology 


Vol. 1388, 1998 


ELSEVIER 


Information for Contributors 
Regular papers 


Glucosamine-6-phosphate deaminase from beef kidney is 
an allosteric system of the V-type 
R. Lara-Lemus and M.L. Calcagno ( Mexico) 

The human pancreatic o-amylase isoforms: isolation, 
structural studies and kinetics of inhibition by acar- 
bose 
G. Ferey-Roux, J. Perrier, E. Forest, G. Marchis- 
Mouren, A. Puigserver and M. Santimone (France ) 

Glycosylation and NH)-terminal domain mutants of the 
tissue inhibitor of metalloproteinases-1 (TIMP-1) 
N.C.M. Caterina, L.J. Windsor, M.K. Bodden, A.E. 
Yermovsky, K.B. Taylor, H. Birkedal-Hansen and J. A. 
Engler (USA) 

Photoaffinity labelling of the human mineralocorticoid 
receptor with steroids having a reactive group at po- 
sition 3, 18 or 21 
J. Fagart, B. Couette, A. Souque, E. Davioud, A. 
Marquet and M.-E. Rafestin-Oblin (France) 

Improved conditions for the removal of 2-oxoacyl 
groups from the N-terminus of proteins 
M. Sunde, M.J. Sparkes and H.B.F. Dixon (UK) 

Substrate binding subsites of chitinase from barley seeds 
and lysozyme from goose egg white 
Y. Honda and T. Fukamizo (Japan) 

Proton resonance assignments and ligand exchange ki- 
netics in high-spin and mixed-spin myoglobin com- 
plexes using two-dimensional exchange spectroscopy 
Y. Luo, D.H. Peyton and S. Yee (USA) 

Unique primary structure of a thermostable multimetal 
B-galactosidase from Saccharopolyspora rectivirgula 
M. Inohara-Ochiai, T. Nakayama, M. Nakao, T. 
Fujita, T. Ueda, T. Ashikari, T. Nishino and Y. 
Shibano (Japan) 

The inactivation kinetics of papain by guanidine hydro- 
chloride: a re-analysis 
Z.-X. Wang, J.-W. Wu and C.-L. Tsou (PR China) 


Cumulative Contents 


Thermodynamics of ligand (substrate/end product) bind- 
ing to endoxylanase from Chainia sp. (NCL-82-5-1): 
isothermal calorimetry and fluorescence titration 
studies 
S.S. Hegde, A.R. Kumar, K.N. Ganesh, C.P. Swami- 
nathan and M.I. Khan (India 

§-Microseminoprotein/prostatic secretory protein is a 
member of immunoglobulin binding factor family 
M. Kamada, H. Mori, N. Maeda, S. Yamamoto, K 
Kunimi, M. Takikawa, M. Maegawa, T. Aono, S. 
Futaki and S.S. Koide (Japan, USA) 

Solution structure of a fragment of the dimerization do- 
main of E2F-1 determined by circular dichroism, 'H 
nuclear magnetic resonance and distance geometry 
S. Guang, J. Wu, L. Tao, Y. Xia and Y. Shi (PR 
China 

Thiol/disulfide exchange between small heat shock pro- 
tein 25 and glutathione 
A.V. Zavialov, M. Gaestel, T. Korpela and V.P 
Zav'yalov (Finland, Germany, Russian Federation 

Self-association of 
molecules: spectroscopic characterization and appli- 
cation to the investigation of protein folding 
V.N. Uversky, S. Winter and G. Léber (Germany, 
Russia) 

Picosecond tryptophan fluorescence of membrane-bound 
prothrombin fragment | 
M. Hof (Czech Republic, Germany ) 

A novel microtubule independent effect of paclitaxel: the 
inhibition of peptidylarginine deiminase from bovine 
brain 
L.B. Pritzker and M.A. Moscarello (Canada) 

Enantiomeric inhibitors of cholesterol esterase and ace- 
tylcholinesterase 
G. Lin, Y.-C. Tsai, H.-C. Liu, W.-C. Liao and C.-H 
Chang (Taiwan) 

Inhibition of camel lens C-crystallin/NADPH :quinone 
oxidoreductase by pyridoxal-5’-phosphate 
N. Rabbani and A.S. Duhaiman (Saudi Arabia) 

The C4b-binding protein-protein S interaction is hydro- 
phobic in nature 
A.M. Blom, D.G. Covell, A. Wallqvist, B. Dahlbéck 
and B.O. Villoutreix (Sweden, USA) 


18] 


ts 
517 
BIOCHIMICA ET BIOPHYSICA ACTA 
: 
; 
vil 
10] 
10 
21 
123 
35 
45 133 A 
53 143 
x) 
66 154 
77 
175 
84 


Cumulative Contents 


Reactivation kinetics of 5,5’-dithiobis-(2-nitrobenzoic 
acid)-modified creatine kinase reactivated by dithio- 
threitol 
Y. Yang and H.-M. Zhou (China) 

Inter-isoformal regulation of nitric oxide synthase 
through heteromeric dimerization 
Y. Watanabe, M. Nishio, S. Hamaji and H. Hidaka 
(Japan) 

Sodium chloride enhances markedly the thermal stability 
of thermolysin as well as its catalytic activity 
K. Inouye, K. Kuzuya and B. Tonomura (Japan) 

Analysis of thermal stability of soya globulins using 
monoclonal antibodies 
L. Huang, E.N.C. Mills, J.M. Carter and M.R.A. 
Morgan (UK) 

Purification and substrate specificity of an angiotensin 
converting elastase-2 from the rat mesenteric arterial 
bed perfusate 
C.A. Paula, M.V. Sousa, M.C.O. Salgado and E.B. 
Oliveira ( Brazil) 

Hydrophobilization of esterase by genetic combination 
with polyproline or polytyrosine at the carboxyl ter- 
minal 
O.H. Kwon, Y. Ito, M. Ueda, A. Tanaka and Y. 
Imanishi (Japan) 


Short sequence-papers 


Structure of the mouse calpain small subunit gene 
J.S.C. Arthur, P.A. Greer and J.S. Elce (Canada) 
Gene duplication and fusion have occurred frequently in 
the evolution of phosphagen kinases — a two-domain 
arginine kinase from the clam Pseudocardium sacha- 

linensis 
T. Suzuki, Y. Kawasaki, Y. Unemi, Y. Nishimura, T. 
Soga, M. Kamidochi, Y. Yazawa and T. Furukohri 
(Japan) 

pzl-1 encodes a novel protein phosphatase-Z-like Ser/Thr 
protein phosphatase in Neurospora crassa 
B. Szd6r, Z. Fehér, T. Zeke, P. Gergely, E. Yatzkan, 
O. Yarden and V. Dombradi (Hungary, Israel) 

Sequence of the cry//Bb/' gene from Bacillus thuringien- 
sis subsp. medellin and toxicity analysis of its encoded 
protein 
S. Orduz, M. Realpe, R. Arango, L.A. Murillo and A. 
Delécluse (Colombia, France ) 

Molecular characterization of the Drosophila mela- 
nogaster gene encoding the pterin 40-carbinolamine 
dehydratase 
C. Seong, S. Jeong, D. Park, J. Yoon, Y. Oh, J. Yim, 
K. Han and K. Baek (South Korea) 


Cloning of cDNAs encoding new peptides of the derma- 
septin-family 
C. Wechselberger ( Austria) 


Regular papers 


A fluorescence study of ligand-induced conformational 
changes in cytosolic fructose-1,6-bisphosphatase from 
germinating castor oil seeds 
RJ. Hodgson, Z. Jia and W.C. Plaxton (Canada) 

Identification of a B-lactoglobulin lactosylation site 
V. Fogliano, S.M. Monti, A. Visconti, G. Randazzo, 
A.M. Facchiano, G. Colonna and A. Ritieni (Italy) 

Isolation and characterization of an antifreeze protein 
from the longhorn sculpin, Myoxocephalus octodecim- 
spinosis 
G. Deng and R.A. Laursen (USA) 

DNA binding properties and processive proofreading of 
herpes simplex virus type | DNA polymerase 
R. Strick and C.W. Knopf (Germany) 

Comparison of conformational changes and inactivation 
of soybean lipoxygenase-! during urea denaturation 
Y. Wu and Z.-X. Wang (People's Republic of China) 

‘Interfacial affinity chromatography’ of lipases: separa- 
tion of different fractions by selective adsorption on 
supports activated with hydrophobic groups 
P. Sabuquillo, J. Reina, G. Fernandez-Lorente, J.M. 
Guisan and R. Fernandez-Lafuente (Spain) 

'H-NMR investigation of the influence of the heme ori- 
entation on functional properties of myoglobin 
Y. Yamamoto, T. Nakashima, E. Kawano and R. 
Chiujo (Japan) 

pH dependence of the activation parameters for chymo- 
papain unfolding: influence of ion pairs on the ki- 
netic stability of proteins 
S. Solis-Mendiola, L.H. Gutiérrez-Gonzdlez, A. Ar- 
royo-Reyna, J. Padilla-Zuiiga, A. Rojo-Dominguez 
and A, Hernandez-Arana ( Mexico) 

Kinetic characterization of the inactivation of ammonia 
monooxygenase in Nitrosomonas europaea by alkyne, 
aniline and cyclopropane derivatives 
W.K. Keener, S.A. Russell and D.J. Arp (USA) 

Probing epitopes on human prorenin during its proteo- 
lytic and non-proteolytic activation 
J. Deinum, F.H.M. Derkx and M.A.D.H. Schalekamp 
(The Netherlands ) 

Essential histidyl residues at the active site(s) of sucrose- 
phosphate synthase from Prosopis juliflora 
A.K. Sinha, U.V. Pathre and P.V. Sane (India) 


518 

279 

190 

ah 

199 

285 

209 

295 

215 

305 

227 315 

ae 325 

239 

337 

4 

247 

349 4 

ite 253 
if 

20 
373 
267 386 
397 

Sh 273 


Cumulative Contents 


Lipoamide dehydrogenase from Streptomyces seoulensis: 
biochemical and genetic properties 
H. Youn, J. Kwak, H.-D. Youn, Y.C. Hah and S.-O. 
Kang (South Korea 

Protein cross talking through osmotic work: the free 
energy of formation of the MgADP-myosin com- 
plexes at the muscle protein osmotic pressure 
E. Grazi, P. Cuneo, E. Magri, R. Adami and G. 
Trombetta (Italy) 

The homo-dimeric form of ADP-ribosyl cyclase in sol- 
ution 
C. Munshi, C. Baumann, D. Levitt, V.A. Bloomfield 
and H.C. Lee (USA) 

High-potential states of blue and purple copper proteins 
P. Wittung-Stafshede, E. Gomez, A. Ohman, R. Aasa, 
R.M. Villahermosa, J. Leckner, B.G. Karlsson, D. 
Sanders, J.A. Fee, J.R. Winkler, B.G. Malmstrém, 
H.B. Gray and M.G. Hill (Sweden, USA) 

Cloning of a thermostable ascorbate oxidase gene from 
Acremonium sp. HI-25 and modification of the azide 
sensitivity of the enzyme by site-directed mutagenesis 
K. Takeda, H. Itoh, 1. Yoshioka, M. Yamamoto, H. 
Misaki, S. Kajita, K. Shirai, M. Kato, T. Shin, S. 
Murao and N. Tsukagoshi (Japan) 

Subunit composition and oligomer stability of oat B-glu- 
cosidase isozymes 
Y.-W. Kim and L.-S. Kim (South Korea) 

In situ characterization of Helicobacter pylori arginase 
G.L. Mendz, E.M. Holmes and R.L. Ferrero (Aus- 
tralia, France ) 


Exposure of the cryptic Arg-Gly-Asp sequence in throm- 
bospondin-| by protein disulfide isomerase 
K.A. Hotchkiss, L.J. Matthias and P.J. Hoge ( Aus- 
tralia 

The function of Glu*** in the catalytic triad of the car- 
bamoyl phosphate synthetase amidotransferase do- 
main 


A. Hewagama, H.I. Guy, M. Chaparian and D.R 
Evans (USA 


Rapid report 


Limited proteolysis of a trypanosomal hypoxanthine 
phosphoribosyltransferase yields crystals that diffract 
X-rays to near atomic resolution 
R. Nieves-Alicea, P.J. Focia, S.P. Craig III and A.E 
Eakin (USA 


Short sequence-papers 


Cloning of the mouse gene for p-dopachrome tautomer- 
ase 
T. Kuriyama, M. Fujinaga, T. Koda and J. Nishihira 
( Japan 

HspB3, the most deviating of the six known human 
small heat shock proteins 
W.C. Boelens, M.A.M. Van Boekel and W.W. De 
Jong (The Netherlands ) 


Cumulative Contents, Vol. 1388 


Author Index 


506 


519 

419 489 

: 500 

437 

444 

457 

513 

465 517 

521 


: 
Ae : 
| 
: 
| 
| 
| 
: 
| 
: 
: 
| 
: 
| 
: 
: 
: 
ie 
my 
& 
= 
| 
| 
: 
= 


